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To prove/disprove the presence of microbial DNA
in cervical lymph nodes affected by metastasis.

To investigate the changes in the oral microbiome
during treatment.

To investigate the composition of oral microbiota
in different localizations of the oral cavity.

SEVERAL MONTHS AFTER THE TREATMENTSURGERY

EXAMINATION AFTER TREATMENT

To compare the intra- and extratumoral microbiota.

To compare the oral microbiota in OSCC patients
in a view of the condition of their dentition
(teeth-containing vs. toothless).
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The project is to perform a complex investigation of OSCC
etiopathogenesis to find suitable predictive tools that could
contribute towards improving personalized therapeutic approaches.

Oral microbiota is linked to OSCC and varies in localization, in the depth of a tumor, and also between
patients with different dentition. The dynamic changes in microbiota composition might be detected,
which may be used as predictive tools. There is a correlation between microbiota in the oral tumoral
tissue and metastatic affected lymph nodes.
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R E F E R E N C E S

This research will lead to a deeper knowledge of the etiopatho-
genesis of OSCC and factors affecting the progression of tumor
growth.

The investigation of changes in oral microbiota could be potentially
useful as a diagnostic and prognostic/predictive tool, especially
when the risk of relapse and/or metastasis is considered.
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VIROME analysis:

CMV (Cytomegalovirus) - immunohistochemistry

EBV (Epstein-Barr virus) - in situ hybridization

HPV (Human papillomavirus) - in situ hybridization

B A C K G R O U N D

Oral squamous cell carcinoma (OSCC) is the most common malignancy
in the head and neck region and, despite advances in treatment, is often
diagnosed only at a late stage and has a poor prognosis.

Oral carcinogenesis is a multifactorial process involving the effect of the expo-
some and subsequent cytogenetic and epigenetic changes in keratinocytes.

External risk factors include tobacco, alcohol abuse, and malhygiene, which can
affect the composition of the oral microbiota.1

Oral microbiota (bacteriome, mycobiome, and virome) has been associated with oral cancer through
a wide range of mechanisms2, but the relationship has not been thoroughly characterized.
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