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. BACKGROUND
ﬂl’he chemical exposome ‘

» The exposure of humans to chemical compounds throughout their lifespan contribute to global burden of chronic diseases and developmental disorders'2.

» Essential to assess the chemical exposome during the prenatal period : Highly critical window of development, marked by a great vulnerability to any disturbance of biological
balances.

» Understanding and monitoring the diversity of chemicals that pregnant women are exposed to is crucial for shaping future chemical use policies and reducing lifelong health
risks for newborns.

A unique matrix : the placenta

» Easily accessible after delivery, organ present during the entire pregnancy, provide large amount of tissue (>300g).
» More than 330 environmental chemicals were detected in placenta, and a large diversity of endogenous metabolites*°.

Q This is a non-exhaustive list, and non-targeted analysis using high-resolution mass spectrometry (HRMS) is the main solution to capture the wide jungle of chemicals. /
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Q Complementary results via GC-HRMS analysis (2-steps derivatization for metabolites; LLE for volatile xenobiotics) are currently underway.
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